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Malesia Is a vast phytogeographic region in Southeast Asia, spanning
roughly one-fifth of the world’'s circumference and considered one of
the most biodiverse regions of the world. It Is divided Into three
subregions: Sahul, Sunda, and Wallacea, primarily distinguished by
their geological history and differences In floristic composition.
Research based on fossil-calibrated phylogenetic trees has begun to
provide Insights Into the historical phytogeography of Malesia,
specifically regarding the reciprocal migration of plant lineages across
the Sunda and Sahul regions known as the “Sunda-Sahul floristic
exchange (SSFE).”
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Silica-dried specimens from previous fieldwork, garden-grown plants of wild
origin, and herbarium specimens were used to extract genomic DNA.

v' The pseudo-10-locular ovary is a
synapomorphic character for some
blueberries in the Americas and
the Asian tropical blueberries.
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Malesia (= ~250) originated from the Americas.
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molecular phylogenetic evidence supports the Inclusion

of Agapetes and Rigiolepis within Vaccinium sensu lato.

Genomic DNAs were sequenced with lllumina (NGS)
using the Angiosperms353 (A353) bait set at Texas
Tech University.

Sequences were assembled with HybPiper version

2.2.6 using the A353 + Ericales targetfile Phylogenetic tree analysis
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