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Figure 1: Hatchling THL with tracker tags

Figure 2: Methods and biological processes for predator tissue extraction, identification, and extraction of

MethOds predator DNA from fecal samples found with hatchling tracker tags. We extracted DNA from the predator scat
and developed a coachwhip-specific genetic marker and a horned lizard-specific primer to screen 75 fecal
samples with tracking tags (Figure 3) from the 2024 fall season.
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